Human circoviruses.
TT virus (TTV) and TTV-like mini virus (TLMV) represent the first described human circoviruses. They do not show significant sequence homology with any other animal circovirus identified to date. They are both detected with high prevalences in various body fluids. The spread mode may include the parenteral way, the transmission by saliva droplets and the fecal-oral route. Genetic variability within a viral group is high and the co-infection by distinct viral strains is common in a given individual. The description of several messenger RNAs obtained after multiple splicing revealed a specific transcription profile. Despite apparent asymptomatic infections, the possible association of variants of TTV and TLMV with a given pathology cannot be formally ruled out.